ABSTRACT Herein, we report the draft genome sequence of a newly discovered probiotic strain, Enterococcus faecium J19, which was isolated from cabbage. Strain J19 has shown antagonistic effects against the human foodborne pathogen Listeria monocytogenes in coculture and in different food matrices.
(PHASTER) Web server (12) , and one contig containing a potential Enterococcus plasmid was identified by PlasmidFinder (13) . Additionally, one gene for potential resistance to macrolides, lincosamides, and streptogramin B was identified when the sequence was compared against the ResFinder database (14), and 15 potential virulence factors were identified when it was compared against the Virulence Factors Database (VFDB) (15) . Accession number(s). This whole-genome shotgun sequencing project has been deposited in DDBJ/ENA/GenBank under the accession no. PHUR00000000. The version described in this paper is the first version, PHUR01000000.
